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Chromosomal Microarray, Blood

Result Summary

Normal

Nomenclature
arr(1-22)x2,(XY)x1

Interpretation !
The result is normal. No clinically relevant copy number changes or regions with absence of heterozygosity were observed.

This assay does not rule out balanced chromosome abnormalities, imbalances of chromosomal regions not represented by probes on the
array, or mosaicism. A normal result does not exclude the diagnosis of any of the disorders tested for on this array.

Reason For Referral

autism

Specimen
Blood

Method

Chromosomal microarray (CMA) analysis was performed using both copy number and single-nucleotide polymorphism (SNP) probes on a
whole-genome array (Thermo Fisher Scientific) CytoScan HD Accel platform; 2.0 million copy number probes and 750,000 SNPs) using in
silico controls. The genome-wide functional resolution of this array is approximately 30 kilobases for deletions and 60 kilobases for
duplications. All data was analyzed and reported using the February 2009 NCBI human genome build 37.1 (hg19). Deletions larger than
200 kilobases, duplications larger than 1.0 megabase, regions with isolated absence of heterozygosity (AOH) greater than 5-15 megabases
(dependent on chromosome involved, position, and likelihood of UPD-associated phenotype), and genome-wide AOH involving greater than
2% of the autosomal DNA complement are generally reported. However, smaller changes with pathogenic potential will also be reported,
while larger changes that are well-documented benign variants will not be reported. Copy number changes resulting in carrier status for
autosomal recessive disorders may not be reported unless a concern for a specific disorder is communicated to the laboratory.

Additional Information

An online research opportunity called GenomeConnect (genomeconnect.org) is available for the recipient of this genetic test. This patient
registry collects de-identified genetic and health information to advance knowledge of genetic variants.
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Laboratory Notes

1) This test was developed and its performance characteristics determined by Mayo Clinic in a manner consistent with CLIA requirements. This test has not been cleared or
approved by the U.S. Food and Drug Administration.
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